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Abstract-Glyceraldehyde 3-phosphate dehydrogenase (GAPDH) is an enzyme that catalyses 

the sixth step of the glycolytic pathway through the reversible oxidative phosphorylation of 

glyceraldehyde-3-phosphate (GAP) to 1,3-bisphosphoglycerate (1,3BPG) which requires the 

reduction of NAD(P)+ to NAD(P)H. C. jejuni genome encodes a single GAPDH (cjGAPDH) 

(Gundogdu et al., 2007, Parkhill et al., 2000). In this work, the crystal structures of the holo 

enzyme (NADP+ bound) and active site mutant (C150A) holoenzyme (NAD+ bound) cjGAPDH 

along with the crystal structures of apo and inhibitor (iodoacetamide and ADP) bound 

cjGAPDH were solved. X-ray crystallographic data of the complexes of cjGAPDH and IA were 

used to investigate the structural basis underlying the mechanism of enzyme inactivation.  
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